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Gene COSMIC ID NA change AA change
AKT1 COSM33765 C.49G>A p.E17K
EML4-ALK COSF408 N/A EML4(13)-ALK(20) fusion

ALK COSM28055 €.3522C>A p.F1174L
BRAF COSM473 €.1798_1799delinsAA p.V600K
BRAF COSM476 c.1799T>A p.V600E
BRCA1 COSM979730 c.4327C>T p.R1443*
BRCA2 COSM6048456 €.5073del p.K1691Nfs*15
BRCA2 COSM3736087 €.4258G>T p.D1420Y
BRCA2 COSM18607 c.5351del p.N1784Tfs*7
CDK12 COSM4266369 C.749C>A p.P250H
EGFR COSM6224 €.2573T>G p.L858R

EGFR COSM6223 ¢.2235_2249del p.E746_A750del
EGFR COSM6240 €.2369C>T p.T790M
EGFR COSM6241 €.2303G>T p.S7681
EGFR COSM6213 C.2582T>A p.L861Q
EGFR COSM12370 €.2240_2257del p.L747_P753delinsS
EGFR COSM12378 | ¢.2310_2311insGGT p.D770_N771insG
EGFR COSM6253 €.2155G>T p.G719C
FGFR3-TACC3 | COSF1350 N/A FGFR3(17)-TACC3(4) fusion
ERBB2 COSM20959 ¢.2313_2324dup p.Y772_AT75dup
ERBB2 COSM12558 ¢.2314_2325dup p.Y772_A775dup
IDH1 COSM28749 €.394C>G p.R132G
IDH2 COSM33732 ¢.515G>T p.R172M
KIT COSM1314 C.2447AST p.D816V
KIT COSM12444 ¢.1504_1509dup P-AS02_Y503dup,
p.Y503_F504insAY
KRAS COSMS516 .34G>T p.G12C
KRAS COosM521 .35G>A p.G12D
KRAS COSM554 €.183A>C p.Q61H
KRAS COSM532 .38G>A p.G13D
NRAS COSM584 c.182A>G p.Q6IR
NRAS COSMS565 €.35G>C p.G12A
TPM3-NTRK1 COSF1329 N/A TPM3(7)-NTRK1(10) fusion
PDGFRA COSM736 €.2525A>T p.D842V
PIK3CA COSM775 ¢.3140A>G p.H1047R
CCDCB-RET COSF1271 N/A CCDCB(1)-RET(12) fusion
CD74-ROS1 COSF1200 N/A CD74(6)-R0OS1(34) fusion
TP53 COSM10660 c.818G>A p.R273H
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1. Proposed Guidelines for the Internal Quality Control of
Analytical Results in the Medical Laboratory, Discussion paper
from the members of the External Quality Assessment (EQA)
Working Group A. (Eur J Clin Chem Clin Biochem, 34:983-
999, 1996).
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